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Figure S1: 400 MHz 'H NMR spectrum of Ethyl (E)-4-((pyridin-2-ylimino)methyl)piperidine-1-
carboxylate (14) in CDCl;
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Figure S2: 100 MHz BC-NMR spectrum of Ethyl (E)-4-((pyridin-2-ylimino)methyl)piperidine-1-
carboxylate (14) in CDCl;
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Figure S3: 400 MHz 'H NMR spectrum of Ethyl (E)-4-((pyridin-3-ylimino)methyl)piperidine-1-
carboxylate (15) in CDCl;
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Figure S4: 100 MHz BC-NMR spectrum of Ethyl (E)-4-((pyridin-3-ylimino)methyl)piperidine-1-
carboxylate (15) in CDCls
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Figure S5: 400 MHz 'H NMR spectrum of Ethyl (E)-4-((pyridin-4-ylimino)methyl)piperidine-1-
carboxylate (16) in CDCl;
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Figure S6: 100 MHz BC-NMR spectrum of Ethyl (E)-4-((pyridin-4-ylimino)methyl)piperidine-1-
carboxylate (16) in CDCls
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Figure S7: Docking interactions between the protein 7XN1and the Tacrine

© 2025 ACG Publications. All rights reserved.



PHE
A:297 2
PHE 4:296 -~ GLU
A:338 = 4 &
A:299 - SER
., o
"

i)
A13D
A:337

TYR.
A341
.

- TRP
- A439
TRP
THR A286
ATS AB3
TRP
ABE
GLY
AB2

Interactions

D wan der Waals - Pi-Pi Stacked
- Conventional Hydrogen Bond I:I Alkyl

D Carbon Hydrogen Bond D Pi-Alkyl

- Pi-Anion

Figure S8: Docking interactions between the protein 7XN1 and the Donepezil
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Figure S9: Docking interactions between the protein 7XN1 and compound 14
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Figure S10: Docking interactions between the protein 7XN1 and Compound 15
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Figure S11: Docking interactions between the protein 7XN1 and the compound 16.
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